B, M, HAETIHEY, PR,

WRRTT I APE B 5 IR, LI YA I
¥, EERRSEE, LIEBEIEIN, BT .
—. EF4H

2008/06-2015/12, FgRUAO Ky, HWEIRR, WL,
ST/ S

2012/02-2014/08, FEFHEFEMRINILRY:, MAEWES O, BKEHFEEL, &
Jifi: James M. Tiedje

2004/09-2008/06, I RAN KRS, WZEk,

-, I#&5m

2016 4EZ 2019 4F, R RO RFRIE SIRG R LY E R SIERE R, o
Jifio

2020 FEEA, B RUR R RIE S ERFE Y E R S IERE R, Bl
= HERR

WAEME R GEEEED

TR R A2 R CARRHRRD

W, ERXHE

I8 BRI R RS HERE ST H, BK20160730, TIEMAYIX R 8
KF9c, 2016/07-2019/6, 20 Ji, 258, FFf.

[ 1L JE R LT B BRENIE , 2017M621761, /K FEHE BRI RN RRBR AT A Bk 2
TN AR T PR, 2017/07-2020/6, 573, {ERF, L.

[ e RS SRR R Bh I H . 2018T110510, & AERS AR F 2 7h JI 05 7 -
HRMEMIX &, 2018/01- 2020/12, 15 JiyG, fEMF, EHF.

[ [ RFHE RS ER ST, 31902113, G0 EABS WAL ETER
R0 o B 3B E M X A ML, 2020/01- 2022/12, 24 7376, E0F, EF.
. RR®X

1.  Tingting Wang, Yuewen Hao, Mingzhu Zhu, Sitian Yu, Wei Ran, Chao Xue*, Ning Ling,

Qirong Shen. Characterizing differences in microbial community composition and



10.

11.

N
/NN

function between Fusarium wilt diseased and healthy soils under watermelon cultivation.
Plant Soil, 2019, 438: 421-433.  (F&ifl{EH)

Chao Xue, Yuewen Hao, Xiaowei Pu, C. Ryan Penton, Qiong Wang, Mengxin Zhao,
Bangzhou Zhang, Wei Ran, Qiwei Huang, Qirong Shen*, James M. Tiedje*. Effect of LSU
and ITS genetic markers and reference databases on analyses of fungal communities.
Biology and Fertility of Soils, 2019, 55: 79-88

Chao Xue*, Zongzhuan Shen, Yuewen Hao, Sitian Yu, Yuchan Li, Weijie Huang, Yao
Chong, Wei Ran, Rong Li*, Qirong Shen. Fumigation coupled with bio-organic fertilizer
for the suppression of watermelon Fusarium wilt disease re-shapes the soil microbiome.
Applied Soil Ecology, 2019, 140: 49-56

KRS, KB, BT, RE, TR Bl MHER BRSEARBEERERNLESA
BHEEZR ] BRRVARFFR, 2019, 42(2):284-291 . (BIUESE)

Xiujuan Yang?, Chao Xue*, Lanxi Su, Yifan Cao, Hongmei Li, Kang Wang, Rong Li*, Qirong
Shen. Exploring patterns of Camellia seed cake application in relation to plant growth, soil
nematodes and microbial biomass. Soil Science and Plant Nutrition, 2018, 64(2): 1-12. (3t
—)

Chao Xue, C. Ryan Penton, Chen Zhu, Huan Chen, Yinghua Duan, Chang Peng, Shiwei Guo,
Ning Ling*, Qirong Shen. Alterations in soil fungal community composition and network
assemblage structure by different long-term fertilization regimes are correlated to the soil
ionome. Biology and Fertility of Soils, 2018.1, 54(1): 95-106.

Chao Xue, Christopher Ryan Penton, Bangzhou Zhang, Mengxin Zhao, David E. Rothstein,
David J. Mladenoff, Jodi A. Forrester, Qirong Shen*, James M. Tiedje*. Soil fungal and
bacterial responses to conversion of open land to short rotation woody biomass crops. GCB
Bioenergy, 2016, 8:723-736.

Chao Xue, Xu Zhang, Chen Zhu, Jun Zhao, Ping Zhu, Chang Peng, Ning Ling*, Qirong Shen.
Quantitative and compositional responses of ammonia-oxidizing archaea and bacteria to long-
term field fertilization. Sci Rep, 2016, 6:28981.

Chao Xue, Christopher Ryan Penton, Zongzhuan Shen, Ruifu Zhang, Qiwei Huang, Rong Li,
Yunze Ruan, Qirong Shen*. Manipulating the banana rhizosphere microbiome for biological
control of Panama disease. Sci Rep, 2015, 5:11124.

Chao Xue, Li Cao, Rong Zhang, Jian He, Shunpeng Li, Qing Hong*. Draft Genome
Sequence of Sphingobium sp. Strain BHC-A, revealing genes for the degradation of
Hexachlorocyclohexane. Gennome Announcements, 2014, 2(2): e00254-14.

B, BN BT, 25%, Bzn BBz, R LEHSEY EELBEBEDRR
o BERSREWRIIE TEFR, 2011.01.01, 48(3): 612~618.

TR ERR

PRHER, W, — A TE R BAOE A ks (1 3842 575 B He il 26 ik AN



HiE H :2019. 10. 23 H1i%5:201911009315. 1,



